. R0 calculation. The model proceeds by A) seeding an initial human exposed to Chikungunay (bold) who then develops infection, potentially B) infecting one or more mosquitoes. C) These mosquitoes then may infect additional humans, who D) may infect additional mosquitoes. As the model is seeded by a single human infection, R0 is calculated as the number of secondary human infections (C) resulting from primary mosquitoes infections (B).
. Model flowchart. Model events were stochastically chosen following the Gillespie Algorithm. Events included epidemiological transitions for humans and for mosquitoes, mosquito movement between houses, mosquito birth, and mosquito death.
